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4, VARV — L RNAEIETF (rDNA) 12X 55F
RFFITICL Y, S ORBICBTHLZ LSEERO
HEBERPHEL IR Y DDdH 5, Zameivo and Szaso
(1993) & A ARHZHFAET 5 Puccinia B EVPHEIZDWT
R EAIT 072 F 72, Mamr et al. (2003) (& 28S
LSU (large subunit) $#H3&% AW T, SUHEKIZOW
TREBTEITo7 LA L, BRATIISUHEOST
RIEFENIEE 2R +5TH B, Uromyces B S UHIZD
VT id Prunper et al. (2003) & Cuunc et al. (2004 a ;
2004b) %%, rDNA-ITS (Internal transcribed spacer)
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Uromyces BIUVHE L) BLUAFHIZEET S
Uromyces B S U'HE & 13RI 7V — T2 s hiz (K-
1o T, “ABHIEET S Uromyces B & UHIZEH#
REFEFEM  (macrocyclic homoecious, 7'V — 71
~2) L REHAREEELEM (macrocyclic heteroecious,
TV—=T4~T7) IZo5hiiz, 612, ) EELTHE
WHET S Uromyces BEUTHEII2 7 V—T (Fv—7
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RO NV—TFIE, TRCREHRBFEESERED
Uromyces BE VB TH b, FYV—7 1D U. viciae-
fabae 3TV FYEBIUV S ABEICEEL, BT,
BUHTFH, FERFHEBIUOLBRTFHELIY FYEERIC
BT 5. BERFIERE~ BRI~ BN, REiLHx
T, BFILE3I~TEIBREL (O&A), LRTIIE
ZF, ZESEEL, RETFETHS (OB, 20
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TIW—7 2D U. appendiculatus, U. vignae, U. azukico-
la (= U. appendiculatus var. azukicola) (314 > 7> < 2
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(2)  Uromyces scillarum & U. reichertii
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i3 Puccinia BOY /) ZLTHBETHREESE N
(Cummins and Hiratsuka, 2003) 53 FRH#E0912 b 28S LSU
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(Maier et al,, 2003) L 72452 T, Uromyces B3 $XT
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